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FIG. 1 
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NUCLEOTIDE AND AA SEQUENCE 

Nucleic acid sequence of Protease T (SEQ.ID.NO. :1) 



GftCCAOGGOCCIGC^^ 

CCAGGATGCTGAACCGAATGGTG^^ 

AAGTCAGCATKXAGCGCAACGGAAGC^^ 

QGGTCCTGACGGCTGCXXIACTGCTK^^ 

TGCTGGGGGCAAGGCAGCT 

AGGTGGA(^GCAACXXCCTGTA^ 

AGCTOGAGGCACCAGTGCO^^ 

CGGTCATCTITGAGACGGG^ 

AAGACCTCTCTCCGAACCGC^ 

(XAAGTGCAACCTGCTCTA 

AGAATCACATCCrarGOGCC^^ 

CGQGCX3GCCXXXJK3OT3TGCC^^ 

OGGGTX^GQGCIXjTGCCCGCCAGAA^ 

ACAACTCGATKXATCGGATCATCC^ 

AGAAGTGAGACCCCCGGGGCCAGGA^ 

<XCACACCATOTGCTa?rcOTXCAQC^ 

CATTICTAAATAGCGCTOnTCCTCCC^^ 

CCAATAAAAACCCAGCCTGTGTGCCAGCTG 

>Amino Acid Sequence of Protease T (SEQ.ID.NO. :7) 



MRRPAAVPLLLLI/^FGSQPAKA^ 
GGSLIAEQTWLTAAHOT^^ 
SSAD^VELEAPVPFTOYILPVCL 
IAWIIDTPKCNLLYSKDTE^ 

WLQAGVI SWGEGCARQNRPGVYIRVTAHHNWIHRI I PKLQFQPAKLGGQK 
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FIG. 2 

Protease T 

— Prostasin 

— p-Tryptase 

Trypsinogen-I 

Kal-1 

Chymotrypsinogen 
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FIG. 4 



FUSION PROTEIN 

Nucleic Acid sequence of PFEK-PROTT-HIS fusion protein 
(SEQ.ID.NO. : 8) . 

GAAITCACCACCATGGACAGCAAAGGTTCGTCGCAGA^ 

GTGGTGTCAAATCTACTCTTGTGCCAGGGTC 

GTGGACXjCGGCCGCTCTTGCTGCCCCCTT^ 

GCTCTAGAGGAGGGCGAGTGGCCCTGGCAAGTCAGCATC 

TGCGGGGGCAGCCTXATCGCGGAGCAGTGGGTCCTG^ 

ACCTCTGAGACGTCCCTGTACCAGGTCCTGCTQ 

CCACACGCTATGTATGCCCGGGTGAGGCAGGTGGAGAGCAACCC 

GCCTCCAGCGCIGACGTGGCCCTGGTGGAGCTGGAGGCAC 

ATCCTCCCCGTGTGCCTGCCTGACCCCTCGGTGAT^ 

GTCACIX3GCTCGGGCAGCCCCAGTGAGGAAGAC 

AAACTCGCTGTGCCCATCATCGACACACCCAAGT^^ 

GAGTTTCX3CTACCAATCCAAAACCATCAAGAATGA 

GGCAAGAAGGATGCCTGCAAGGGCGACTCGGG^ 

TCGTGGCB3CAGGCGGGGGTGATCAGCT 

GGTGTCTAGATCCGTGTCACGGC^ 

CAGTTCCAGCCAGCGAGGTTGGGCGGCCAGAAGTCTAGACA 

CGGCCGCTTCCCTTTAGTGAGGGTTAATGCTT^ 

AGTTTGGACAAACCACAACTAGAATGCAGTGAA 

ATGCTATTGCTTTATTTGTAACCATTATAA.GCTGCAATAAACAAGTTGAC 



Amino Acid sequence of PFEK-PROTT-HIS fusion protein 
(SEQ.ID.NO. :9) . 

ICSKGSSQKSRLLIJXWSNIiLI^^ 

GEWPWQVSIQRNGSHFCGGSLIAEQWVLTAAHCFRNTSETSLYQV^ 
YARWQVESNPLYQGTASSADVALVEIjEAPVP^ 

GSPSEEDLLPEPRILQKLAVPI IDTPKOSn^YSKDTEFGYQPKTIKNDMLCAGFEEGK^ 

ACKGDSGGPLVCLVGQSWLQAGVISWGEG 

ARLGGQKSRHHHHHH 
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FIG. 5 
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Protease: PFEK-Protease T-HIS 
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FIG . 6 

Protease Activity of Protease T 
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